
BioMoby and Taverna 2 Tutorial 

Mark Wilkinson, Edward Kawas, 
David Withers 



Preamble 

ÅThe Taverna 2 platform is constantly changing; 
while the look and feel of the workbench may 
change, the functionality wont! 



Getting started 
LŦ ȅƻǳ ŘƻƴΩǘ ǎŜŜ ŀ Ψ.ƛƻƳƻōȅΩ ŦƻƭŘŜǊΣ ȅƻǳ ƴŜŜŘ ǘƻ ǘŜƭƭ 
Taverna to go and fetch it for you! 



Getting started 
CǊƻƳ ǘƘŜ Ψ{ŜǊǾƛŎŜ tŀƴŜƭΩΥ 

 Import new services Ą .ƛƻƳƻōȅ ǎŜǊǾƛŎŜΧ 

/ƘƻƻǎŜ ǘƘŜ ΨŘŜŦŀǳƭǘΩ ǊŜƎƛǎǘǊȅ  (more on this later!) 



Getting started 
Now we see that Taverna has fetched Biomoby services 
for us to use 



Installing a Plugin 
We will also make sure that the Spreadsheet import plugin is installed! 

To install the plugin, from the toolbar, click on Advanced and then on 
Updates and plugins. 



Installing a Plugin 
In the resultant window, click on Find New Plugins 



Installing a Plugin 
Among others, we discovered the Taverna 2 
Spreadsheet activity. Check the box and then click on 
Install. 



Installing a Plugin 
The plugin is being installed! Once it has been fully 

installed, you will have to restart the workbench. 



Installing a Plugin 
Here we see the activity under the Service templates 
node in the service panel. 



ƷThe Service panel lists all of the services 
available to a workflow designer. 



Ʒ Under the node 
óBiomobyô Moby 
services are shown. 

Ʒ Services are sorted by 
their Biomoby Service 
type. 



Ʒ If you wish to use registries other than the default one, 
you can add new Biomoby Activities exactly as we did for 
the default registry  

Ʒ Taverna even remembers the registry (or registries) that 
you chose when you restart the workbench!  

 



Creating Workflows 



ƷWe will start by adding a Biomoby datatype to the 
workflow.  

ƷFrom the menu bar, click on  
Advanced Ą Biomoby Ą Datatype Browser - > http://é 



ƷThe Datatype viewer should be visible now 

ƷContext click on the root node of the tree 
(Object) and  
    Add Datatype ï óObjectô to the workflow. 



Ʒ The Datatype viewer should be visible now 

Ʒ Context click on the root node of the tree (Object) and  
    Add Datatype ï óObjectô to the workflow. 



ƷThe Datatype viewer should be visible now 

ƷContext click on the root node of the tree 
(Object) and  
    Add Datatype ï óObjectô to the workflow. 



Ʒ The Workflow Explorer now shows that we have a Processor called  Object 

Á Has 3 input ports: id, namespace and article name 

Á Has 1 output port: mobyData  

Ʒ The Workflow diagram illustrates our processor 



Ʒ If we click on our Datatype, and then on the Details Tab, 
we can do interesting things with our Object 



Ʒ The Details tab provides us with some information on our 
datatype 

Ʒ Please click on the Datatype registry query button to 
proceed 



Ʒ To find those services that operate on a specific domain, 
we can restrict our search to only those that operate on 
the namespace(s) that we specify. 

Ʒ Click Yes, then navigate to the namespace NCBI_gi and 
click Done. 



Ʒ The resulting window illustrates what services produce and consume our datatype.  

Ʒ Navigate to the bioinfo.icapture.ubc.ca node and context click on getGenBankFasta. 

Ʒ Add the service to the workflow.  

 



Ʒ Notice how Taverna automatically made the appropriate 
connection from our datatype to our Biomoby service.  



Ʒ The Workflow Explorer now shows that we have a Processor called  getGenBankFasta 

Á Has 1 input port: Object(identifier)  

Á Has 1 output port: FASTA(fasta) 

Ʒ The Workflow diagram illustrates our processor 



Ʒ To discover more services that we can use, click on the 
getGenBankFasta activity, then click on the óDetails ô tab 
and finally click on the Browse Biomoby service details 
button.  



Ʒ The resultant window displays the servicesô inputs and 
outputs. 

Ʒ There are also tool tips that show up when your mouse 
hovers over any particular input or output that tells you 
what namespaces the data type is valid in 



Ʒ FYI 

Ʒ If we context (right) click on the leaf 
Object(óidentifierô), we can bring up a menu that will 
allow us to add that datatype to our workflow.  

Ʒ Not only would the datatype be added, but Taverna 
will attempt to make the appropriate connections 
for you too!  



Ʒ Context clicking on an output reveals a menu with 3 options.  

ÁA brief search for services that consume our datatype 

ÁA semantic search for services that consume our datatype 

ÁAdding a parser to the workflow that understands our 
datatype 



Ʒ The result of choosing to add a parser for FASTA to our workflow. 

Ʒ The parser allows us to extract:  

ÁThe namespace and id from FASTA 

ÁThe namespace and id from the child String 

ÁThe textual content from the child String  



Ʒ The result of choosing to conduct a brief search for 
services that consume FASTA 



Ʒ We will add the service getDragonBlastText to our 
workflow by choosing óAdd service -éô from the context 
menu 

 



Ʒ The current state of our workflow shown graphically.  

Ʒ Again, Taverna made a guess to determine the 
appropriate connections. Sometimes the guess isnôt 
correct, but usually it is.  



Ʒ A more complex view of our workflow  



Ʒ Finding services that consume NCBI_BLAST_Text starts 
by browsing the details for the Biomoby service 
ógetDragonBlastTextô 



Ʒ Conduct a brief search 



Ʒ Add the service óparseBlastTextô to our workflow 



Ʒ Our current workflow  

 



Ʒ Workflow inputs are added by clicking on the little red 
triangle (located on the main menu bar)  



Ʒ The result from adding 2 
inputs: 

ÁId 

Ánamespace 



Ʒ The workflow input id will be connected to Objectôs input 
port óidô. You can make the connection by clicking on the 
workflow input id and dragging it to the Objectôs input 
port óidô 



Ʒ Workflow after connecting the workflow input óidô 



Ʒ The workflow input namespace will connect to Objectôs input port 
ónamespaceô. 

Ʒ Workflow after connection of the workflow inputs.  



Ʒ Workflow outputs are added by clicking on the green 
triangle (located on the toolbar).  



Ʒ The result from adding 2 workflow outputs:  

Ámoby_blast_ids 

Áfasta_out 



Ʒ The output moby_blast_ids will be connected to 
parseBlastTextôs output port Object(Collection ïôhit_idsô) 

Ʒ You can make the connection by dragging the 
parseBlastTextôs output port to the workflow output port. 



Ʒ The output fasta_out will be connected to Parse Moby 
Data(FASTA) output port fasta_ôcontentô 




